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Microbiome composition in Antarctic and
non-Antarctic sponges of several ecoregions
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Marine sponges and their microbiomes are ecosystem engineers living in the bottom of seas with a global distribution. However,
little Is known about the microbiome of polar sponges living in environments that could promote symbiont specialization, such as
Antarctica. Here, we compare the microbial composition patterns of Antarctic and non-Antarctic sponges of several ecoregions
using the inference of amplicon sequence variants (ASVs).
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Fig. 1. Geographical distribution of the sponge sampling and their
classification according to the Marine Ecoregions of the World.
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Fig. 2. Microbiome composition differs between sponges of different
ecoregions under dissimilarity-based distances. Antarctic sponges share
more ASVs than others, followed by Hawaiian sponges.
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B Gammapro; Nitrosomonas oligotropha*; ASV398
Alphapro; SAR116 clade; ASV15320
B Gammapro; Family Nitrincolaceae; ASV14905
B Gammapro; Family Nitrincolaceae; ASV33333
Bactero; Polaribacter irgensii; ASV28043
Bactero; Cochleicola gelatinilyticus*; ASV42196
Bactero; Owenweeksia hongkongensis®; ASV13022
B Gammapro; SAR92 clade; ASV37113
Gammapro; Cocleimonas flava*; ASV17537
Bactero; NS9 marine group; ASV31888
Alphapro; SAR116 clade; ASV28000
Alphapro; Magnetospira; ASV36165
Gammapro; OM43 clade; ASV28188
Cyanobac*; Dactylothamnos antarcticus; ASV20423

Cyanobac; Synechococcus; ASV15216

B Gammapro; Endozoicomonas*; ASV6080
Cyanobac; Cyanobium gracile*; ASV37530
Bactero; NS5 marine group; ASV44089
Alphapro; AEGEAN-169 marine group; ASV39844
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Alphapro; Sulfitobacter undariae*; ASV18593
Bactero; Polaribacter irgensii/staleyi, ASV23626
. Gammapro; Marimicrobium arenosum®; ASV34765
. Gammapro; Family Thioglobaceae; ASV18659
Alphapro; Yoonia rosea / Loktanella acticola*; ASV29400
Alphapro; Candidatus Pelagibacter ubique*; ASV4360
Bactero; Phaeocystidibacter marisrubri*; ASV6045
Bactero; Ulvibacter; ASV19117
Alphapro; Planktomarina temperata*; ASV40972
B Gammapro; OM43 clade; ASV31463
Gammapro; SAR86 clade; ASV7265

Fig. 3. Difference in the abundance proportions and taxonomy of

the habitat-specific and habitat-generalist

bacteria In the

microbiomes of Antarctic and non-Antarctic sponges.
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them than others.
» Habitat-specific and habitat-generalist microorganisms have different
taxonomy and abundance patterns in Antarctic and non-Antarctic sponges.
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